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4 <110> APPLICANT: HAYASHIZAKI, Yoshihide 

5 WATAHIKI, Masanori 

7 <120> TITLE OF INVENTION: RNA Polymerase 
9 <130> FILE REFERENCE: 024705-077 

11 <140> CURRENT APPLICATION NUMBER: US 09/254,344 

12 <141> CURRENT FILING DATE: 1999-09-03 [c 

14 <150> PRIOR APPLICATION NUMBER: PCT/JP98/03037 

15 <151> PRIOR FILING DATE: 1998-07-06 

17 <150> PRIOR APPLICATION NUMBER: JP 9/180883 

18 <151> PRIOR FILING DATE: 1997-07-07 

20 <150> PRIOR APPLICATION NUMBER: JP 10/155759 

21 <151> PRIOR FILING DATE: 1998-06-04 
23 <160> NUMBER OF SEQ ID NOS : 23 

25 <170> SOFTWARE: Patentin version 3.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 2659 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Bacteriophage T7 

32 <220> FEATURE: 

33 <221> NAME/KEY: CDS 

,34 <222> LOCATION: (10).. (2658) 

36 <400> SEQUENCE: 1 

37 aggcactaa atg aac acg att aac ate get aag aae gae tte tet gae ate 51 

38 Met Asn Thr lie Asn lie Ala Lys Asn Asp Phe Ser Asp lie 

39 1 5 10 

41 gaa ctg get get ate eeg tte aae aet etg get gae eat tae ggt gag 99 

42 Glu Leu Ala Ala lie Pro Phe Asn Thr Leu Ala Asp His Tyr Gly Glu 

43 15 20 25 30 

4 5 egt tta get ege gaa cag ttg gee ctt gag cat gag tet tac gag atg 147 

4 6 Arg Leu Ala Arg Glu Gin Leu Ala Leu Glu His Glu Ser Tyr Glu Met 

47 35 40 45 

4 9 ggt gaa gca ege tte cgc aag atg ttt gag egt caa ett aaa get ggt 195 

50 Gly Glu Ala Arg Phe Arg Lys Met Phe Glu Arg Gin Leu Lys Ala Gly 

51 50 55 60 

53 gag gtt geg gat aac get gee gee aag ect etc ate act ace eta etc 243 

54 Glu Val Ala Asp Asn Ala Ala Ala Lys Pro Leu lie Thr Thr Leu Leu ' 

55 65 70 75 
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cca 


2595 


250 


Asp 


Gin 


Phe 


Ala 


Asp 


Gin 


Leu 


His 


Glu 


Ser 


Gin 


Leu 


Asp 


Lys 


Met 


Pro 




251 








850 










855 










860 








253 


gea 


ett 


eeg 


get 


aaa 


ggt 


aac 


ttg 


aac 


etc 


cgt 


gae 


ate 


tta 


gag 


teg 


2643 


254 


Ala 


Leu 


Pro 


Ala 


Lys 


Gly 


Asn 


Leu 


Asn 


Leu 


Arg 


Asp 


He 


Leu 


Glu 


Ser 




255 






865 










870 










875 










257 


gae 


tte 


geg 


ttc 


geg 


t 






















2659 


258 


Asp 


Phe 


Ala 


Phe 


Ala 



























259 880 

262 <210> SEQ ID NO: 2 

263 <211> LENGTH: 883 

264 <212> TYPE: PRT 

265 <213> ORGANISM: Bacteriophage T7 
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267 


<400> SEQUENCE: 


2 
























268 


Met 


Asn 


Thr 


He 


Asn 


He 


Ala 


Lys 


Asn 


Asp 


Phe 


Ser 


Asp 


He 


Glu 


Leu 


269 


1 








5 










10 










15 




272 


Ala 


Ala 


He 


Pro 


Phe 


Asn 


Thr 


Leu 


Ala 


Asp 


His 


Tyr 


Gly 


Glu 


Arg 


Leu 


273 








20 










25 










30 






276 


Ala 


Arg 


Glu 


Gin 


Leu 


Ala 


Leu 


Glu 


His 


Glu 


Ser 


Tyr 


Glu 


Met 


Gly 


Glu 


277 






35 










40 










45 








280 


Ala 


Arg 


Phe 


Arg 


Lys 


Met 


Phe 


Glu 


Arg 


Gin 


Leu 


Lys 


Ala 


Gly 


Glu 


Val 


281 




50 










55 










60 










284 


Ala 


Asp 


Asn 


Ala 


Ala 


Ala 


Lys 


Pro 


Leu 


He 


Thr 


Thr 


Leu 


Leu 


Pro 


Lys 


285 


65 










70 










75 










80 


288 


Met 


.He 


Ala 


Arg 


He 


Asn 


Asp 


Trp 


Phe 


Glu 


Glu 


Val 


Lys 


Ala 


Lys 


Arg 


289 










85 










90 










95 




292 


Gly 


Lys 


Arg 


Pro 


Thr 


Ala 


Phe 


Gin 


Phe 


Leu 


Gin 


Glu 


He 


Lys 


Pro 


Glu 


293 








100 










105 










110 






296 


Ala 


Val 


Ala 


Tyr 


He 


Thr 


He 


Lys 


Thr 


Thr 


Leu 


Ala 


Cys 


Leu 


Thr 


Ser 


297 






115 










120 










125 








300 


Ala 


Asp 


Asn 


Thr 


Thr 


Val 


Gin 


Ala 


Val 


Ala 


Ser 


Ala 


He 


Gly 


Arg 


Ala 


301 




130 










135 










140 










304 


He 


Glu 


Asp 


Glu 


Ala 


Arg 


Phe 


Gly 


Arg 


He 


Arg 


Asp 


Leu 


Glu 


Ala 


Lys 


305 


145 










150 










155 










160 


308 


His 


Phe 


Lys 


Lys 


Asn 


Val 


Glu 


Glu 


Gin 


Leu 


Asn 


Lys 


Arg 


Val 


Gly 


His 


309 










165 










170 










175 




312 


Val 


Tyr 


Lys 


Lys 


Ala 


Phe 


Met 


Gin 


Val 


Val 


Glu 


Ala 


Asp 


Met 


Leu 


Ser 


313 








180 










185 










190 






316 


Lys 


Gly 


Leu 


Leu 


Gly 


Gly 


Glu 


Ala 


Trp 


Ser 


Ser 


Trp 


His 


Lys 


Glu 


Asp 


317 






195 










200 










205 








320 


Ser 


He 


His 


Val 


Gly Val 


Arg 


Cys 


He 


Glu 


Met 


Leu 


He 


Glu 


Ser 


Thr 


321 




210 










215 










220 










324 


Gly 


Met 


Val 


Ser 


Leu 


His 


Arg 


Gin 


Asn 


Ala 


Gly Val Val 


Gly 


Gin 


Asp 


325 


225 










230 










235 










240 


328 


Ser 


Glu 


Thr 


He 


Glu 


Leu 


Ala 


Pro 


Glu 


Tyr 


Ala 


Glu 


Ala 


He 


Ala 


Thr 


329 










245 










250 










255 




332 


Arg 


Ala 


Gly 


Ala 


Leu 


Ala 


Gly 


He 


Ser 


Pro 


Met 


Phe 


Gin 


Pro 


Cys 


Val 


333 








260 










265 










270 






336 


Val 


Pro 


Pro 


Lys 


Pro 


Trp 


Thr 


Gly 


He 


Thr 


Gly 


Gly 


Gly 


Tyr 


Trp 


Ala 


337 






275 










280 










285 








340 


Asn 


Gly 


Arg 


Arg 


Pro 


Leu 


Ala 


Leu 


Val 


Arg 


Thr 


His 


Ser 


Lys 


Lys 


Ala 


341 




290 










295 










300 










344 


Leu 


Met 


Arg 


Tyr 


Glu 


Asp 


Val 


Tyr 


Met 


Pro 


Glu 


Val 


Tyr 


Lys 


Ala 


He 


345 


305 










310 










315 










320 


348 


Asn 


He 


Ala 


Gin 


Asn 


Thr 


Ala 


Trp 


Lys 


He 


Asn 


Lys 


Lys 


Val 


Leu 


Ala 


349 










325 










330 










335 




352 


Val 


Ala 


Asn 


Val 


He 


Thr 


Lys 


Trp 


Lys 


His 


Cys 


Pro 


Val 


Glu 


Asp 


He 


353 








340 










345 










350 






356 


Pro 


Ala 


He 


Glu 


Arg 


Glu 


Glu 


Leu 


Pro 


Met 


Lys 


Pro 


Glu 


Asp 


He 


Asp 


357 






355 










360 










365 








360 


Met 


Asn 


Pro 


Glu 


Ala 


Leu 


Thr 


Ala 


Trp 


Lys 


Arg 


Ala 


Ala 


Ala 


Ala 


Val 


361 




370 










375 










380 











Please Note: 

Use f n and/ r Xaa have been detected in the'Sequence Listing. Please review the 
Sequenc Listing t ensure that a c rresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n r Xaa. 
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L 


1428 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


17 


L 


1448 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


18 


L 


1481 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


20 


L 


1516 


M 


283 


W 


Missing 


Blank Line separator 


, <220> 


field 


L 


1529 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


23 


L 


1531 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


23 


L 


1533 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


23 


L 


1541 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


23 


L. 


1543 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


23 
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